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The spike glycoprotein of the new coronavirus 2019-nCoV contains a furin-like cleavage site
absent in CoV of the same clade.

Coutard B1, Valle C2, de Lamballerie X1, Canard B2, Seidah NG3, Decroly E4.
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Abstract

In 2019, a new coronavirus (2019-nCoV) infecting Humans has emerged in Wuhan, China.
Its genome has been sequenced and the genomic information promptly released. Despite a

high similarity with the genome sequence of SARS-CoV and SARS-like CoVs, we identified a

peculiar furin-like cleavage site in the Spike protein of the 2019-nCoV, lacking in the other
SARS-like CoVs. In this article, we discuss the possible functional consequences of this
cleavage site in the viral cycle, pathogenicity and its potential implication in the development

of antivirals.
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Uncanny similarity of unique inserts in the 2019-nCoV spike protein to HIV-1 gp120 and
Gag
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ORIGIN

1 attaaaggtt tataccttcc caggtaacaa accaaccaac tttcgatctc ttgtagatct

61 gttctctaaa cgaactttaa aatctgtgtg getgtcacte ggetgeatge ttagtgeact

121 cacgcagtat aattaataac taattactgt cgttgacagg acacgagtaa ctcgtctatc



i
29761 acagtgaaca atgctaggga gagctgecta tatggaagag ccctaatgtg taaaattaat
29821 tttagtagtg ctatccccat gtgattttaa tagettctta ggagaatgac aaaaaaaaaa

29881 aaaaaaaaaa aaaaaaaaaa aaa
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Human immunodeficiency virus 1, complete genome
https://www.ncbi.nlm.nih.gov/nuccore/9629357
ORIGIN
1 ggtctctetg gttagaccag atctgagect gggagetete tggcetaacta gggaacccac

61 tgcttaagec tcaataaagc ttgecttgag tgettcaagt agtgtgtgec cgtetgttgt

121 gtgactctgg taactagaga tccctcagac ccttttagtc agtgtggaaa atctctagea

181 gtggcegeecg aacagggace tgaaagcegaa agggaaacca gaggagctct ctcgacgeag

241 gactcggctt getgaagege geacggeaag aggegagggg cggegactgg tgagtacgec

301 aaaaattttg actagcggag gctagaagga gagagatggg tgcgagageg tcagtattaa

rhlig

8941 cggagtactt caagaactgc tgacatcgag cttgctacaa gggactttce getggggact
9001 ttccagggag gegtggectg ggegggactg gggagtggcg agecctcaga tectgeatat
9061 aagcagctgc tttttgectg tactgggtct ctetggttag accagatctg agectgggag
9121 ctctetgget aactagggaa cccactgett aagectcaat aaagettgec ttgagtgcett
9181 c



